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acids readily incorporate into the cellular lipid fraction. These
fatty acid analogs may be metabolized into a range of
phospholipids and sphingolipids. A combination of discovery and ———
targeted lipidomics techniques are used to profile the
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spectrometry (IMS) represents an orthogonal technique that !
separates ions based on charge, size, and shape. IMS strategies

were used to probe the complex mixture of endogenous lipids 25
along with targeted detection of modified lipids present in HeLa Figure 2. Waters™ SELECT SERIES™ Cyclic™ Notable components P
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trace (m/z 269.24). This plot is a map of all C17:0 containing phos-
pholipids observed in HeLa cells incubated with heptadecanoic acid.
Right Panel Arrival time distribution of C17:0 containing phospholip-
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Figure 3. Left Panel: ESI Negative ion 2 dimensional LC/IMS plot of arrival time vs retention time for phospholipids from HelLa cells incubated with

Cell Culture o C16-BODIPY. Top trace is UV 506 at the main absorption band for the BODIPY ligand. Lipids with C16-BODIPY incorporation range in retention B Ratentiontime min ids after two passes through the cyclic mobility separator.
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