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Strong Anion-Exchange HPLC for Size-Range and Topology-Resolved Analysis of Nucleic Acids
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{ Strong AEX resolves nucleic acids from short ssDNA fragments to plasmid topoisomers. For large DNA, retention is not explained by ion exchange alone. Above the large-fragment regime, flow rate becomes a selectivity variable through post-release slalom retardation. }

Summary AEX resolves ssDNA length variants from 10 to 100 nt

Large dsDNA reveals non-classical AEX selectivity Flow rate tunes plasmid topoisomer resolution
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= The slalom contribution is invoked only after AEX release

and only where molecular extension can alter migration Urea improves AEX peak quality and recovery behavior o Strong AEX resolved ssDNA ladders, dsDNA fragments, and plasmid \

- - Dual AEX-slalom mechanism explains large-DNA selectivity topological forms within one LC framework.
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