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® False positive results are a major issue for all pesticide residue monitoring laboratories. EU
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Mass spectrometry generating library searchable Figure 2. MRM chromatogram for all 193 pesticides Splke.d. at 0.010 mg/kg measured with RT 10.801 mins RT 11.041 mins No fragment ions present 301 regulations require that retention time and the ion ratio between 2 MRM transitions are within a set

spectra MRM Spectrum mode. Using this mode 1,291 MRM transitions were measured for 193 at m/z 154 and 182 threshold. H ving this criteria fal " ¢ o
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Polarity switching time 5 msec 5 msec On average 7 MRM transitions were applied to each compound, with more than 10 MRM 154 Library Spectrum criterion in order to improve confidence when reporting results.
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transitions for 193 pesticides in a run time of only 15 minutes. A dwell time of 3 msecs was 10.60 10.80 11.00 11.20 min 100 150 200 250 m/z consistent signal response and repeatability in both methods. The MRM product ion spectrums were

Table 1. LC and MS/MS acquisition parameters used to create the LC-MS/MS method. | | | | | |
consistent across the linear range and between different matrices. The method acquired data in

both positive and negative ion modes with a polarity switching time of 5 msec enabling fast cycle
times and a high data collection rate.

applied to every MRM transition. In order to evaluate the data quality from the MRM Spectrum
Mode method, the same method was set up with 2 MRMs applied to each compound (386
MRMs in total) using the same acquisition method (Table 1).

Figure 4. MRM chromatogram for desmedipham and phenmedipham spiked into a cumin
extract at 0.1 mg/kg. As phenmedipham shares common transitions and elutes at a similar
retention time as desmedipham the MRM spectrum can be used to distinguish between both
pesticides to avoid false positive reporting.




