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Sample information Purification step

* [CY5]-CAGGTGGAACCTCATCAGGAGATGC-[BHQZ]
« [AT647]-CGTGGTTGACCTACACAGGTGCCATCA-[BHQZ]
+ [FAM]-ACCCCGCATTACGTTTGGTGGACC-[BHQ1]

Each of the provided samples were initially analyzed for purity to _
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analyzed sample is represented in a) an overview of sample

injected with subsequent fractionation incl. zoom, b) re-analysis  The integration of the Vanquish Flex Analytical Purification LC

of fractions, and c) overlay pre-and post-fractionation. system [Figure 1] with the Chromeleon CDS into the semi-
preparative RP-LC oligonucleotide purification workflow proved to

be a great advantage with the resulting purity. The fluidics of the
a) o UHPLC system with high resolution performance gives an
excellent benefit compared to general semi-preparative to
preparative LC instrumentation. The optimized fluidics of the fully
integrated Vanquish Fraction Collector in the Vanquish analytical
0 I product portfolio complements the excellent purification workflow

Instrumentation

Thermo Scientific™ Vanquish™ Flex Analytical Purification LC
system including:

 Thermo Scientific™ Vanquish™ Binary Pump F

* Thermo Scientific™ Vanquish™ Split Sampler FT with 1000 pL
sample loop

 Thermo Scientific™ Vanquish™ Column Compartment H with
active pre-heater

 Thermo Scientific™ Vanquish™ Diode Array Detector FG with
semi-Micro Biocompatible Flow Cell

 Thermo Scientific™ Integral Vanquish™ Fraction Collector

» Delay capillary for peak-based fractionation, 0.25 x 1500
mm,

« MP35N, with Thermo Scientific™ Viper™ Fingertight Fittings
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